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ABSTRACT: Airborne transmission of pathogens in hospitals poses a 
significant risk for healthcare-associated infections. Traditionally, 
assessing microorganisms in hospital air relies on culture methods, 
limiting the identification process. Advances in genome sequencing 
technology now allow for more accurate and unbiased identification of 
microbial content. This study employed amplicon sequencing to analyse the 
bacterial community in the indoor air microbiome of Sultan Ahmad Shah 
Medical Centre (SASMEC). Dust samples from 12 randomly selected air-
handling unit (AHU) rooms were collected, and genomic DNA was 
extracted and sequenced targeting the V3 region of 16S rRNA. The Illumina 
NovaSeq 6000 system performed short-read amplicon sequencing. The 
results revealed diverse bacterial communities in AHU supply and return 
units, with Proteobacteria, Firmicutes, and Actinobacteria being the most 
common phyla. Dominant bacterial species included Methylobacterium 
spp., Nesterenkonia spp., Rubrobacter A bracarensis, Flavobacteriaceae 
spp., and Salinisphaera spp., with Methylobacterium spp. posing concerns 
due to its association with opportunistic infections. The study highlights the 
importance of using next-generation sequencing and culture-independent 
methods to monitor indoor air microbiomes. This provides crucial insights 
for managing biological contaminants, including airborne transmission, 
and enhances infectious disease surveillance in healthcare settings. 
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Introducing the Journal of 
Occupational Safety and Health 
 

 

 
The National Institute of Occupational Safety and Health 
(NIOSH), Malaysia is delighted to announce the publication 
of Journal of Occupational Safety and Health (JOSH). 

JOSH is devoted to enhancing the knowledge and practice 
of occupational safety and health by widely disseminating 
research articles and applied studies of highest quality. 

JOSH provides a solid base to bridge the issues and 
concerns related to occupational safety and health. JOSH 
offers scholarly, peer-reviewed articles, including 
correspondence, regular papers, articles and short reports, 
announcements and etc. 

It is intended that this journal should serve the OSH 
community, practitioners, students and public while 
providing vital information for the promotion of workplace 
health and safety. 

 
Apart from that JOSH aims: 

• To promote debate and discussion on practical and 
theoretical aspects of OSH 

• To encourage authors to comment critically on 
current OSH practices and discuss new concepts and 
emerging theories in OSH 

• To inform OSH practitioners and students of 
current issues 

JOSH is poised to become an essential resource in 
our efforts to promote and protect the safety and 
health of workers. 
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This edition includes one remarkable research article entitled 
"Amplicon Sequencing Reveals Bacterial Diversity of 
Indoor Air Microbiome in Hospital Buildings." The method 
of DNA applied in the study is amplicon sequencing, 
whereby this technique determines the bacterial diversity 
represented within a sample by reading a specific region of 
the bacteria's DNA. This could be said to be an important 
step toward the reassurance of zero infections with regard to 
healthcare. 

This study employed amplicon sequencing to analyse the 
bacterial community in the indoor air microbiome of Sultan 
Ahmad Shah Medical Centre (SASMEC), where they found 
multitudinous microorganisms which included potentially 
hazardous species like the Methylobacterium spp. 

This paper stresses the continuous monitoring of airborne 
microorganisms to prevent infections, particularly in 
hospital facilities. State-of-the-art amplicon sequencing 
technology has enabled researchers to get beyond some of 
the drawbacks of conventional culturing techniques. These 
advances in genome sequencing technology now allow for 
more accurate and unbiased identification of microbial 
content.  

On that note, research conducted by Sultan Ahmad Shah 
Medical Centre revealed a diverse array of microorganisms 
that included some potentially hazardous species such as  

                                                                                           
Methylobacterium spp. This goes to show how 
crucial advanced monitoring techniques are within 
healthcare facilities. 

The knowledge acquired from this study will most 
definitely enhance the ability in handling biological 
containment, surveil infectious diseases, and provide 
cleaner, safer hospital environments. The resources 
are available to protect patients and medical 
personnel from these risks of contracting infections 
from airborne germs when effectively utilising state-
of-the-art sequencing techniques. In its totality, this 
study is a paramount step forward in the never-
ending battle to ensure public health safety. 

I eagerly anticipate more similar research studies as a 
more diverse array of perspectives contributed by 
individuals at all levels across various industries will 
ultimately further enhance the improvement of OSH 
risk management practices and foster safer and 
compliant work environments. Therefore, we should 
all remain resolute in preserving the spirit of 
exploration, diligently monitoring changes in 
circumstances, and embracing adaptation for 
continuous improvement. 

Haji Ayop Salleh  
Chief Executive Editor 


